Puccinellia distans community, Suaeda glauca community and Bare alkali鄄saline patch) . Six observations were conducted from May to October 2005 and four samples in a 50 cm 伊 50 cm area were investigated in six successional stages each time.
Hand collection methods were used to collect soil macro鄄fauna with soil macro鄄faunal guilds subdivided based on their feeding habits. The results showed that macro鄄fauna were divided into four guilds based on their feeding habits, i. e., omnivore, herbivore, predator and detritivore. Omnivore and herbivore were the predominant guilds, accounting for 39.16%
and 50. 00% in term of the total individual and group numbers, respectively. Detritivore occurrence was rare. The correlations between individual and group numbers were not significant ( P > 0. 05 ) . In general, the Leymus chinensis community and Leymus chinensis+Chloris virgata communities had the largest number of individual and group number among the four guilds, whereas the bare alkali鄄saline patch was rare. Significant successional stage effects were recorded in individual and group numbers of herbivore, individual numbers of omnivore and individual and group numbers of detritivore (P<0.01) . There were positive correlations between individual and group numbers of herbivore and detritivore at different successional stages ( P<0.05) . In the 0-10 cm and 20-30 cm depth, significant successional stage effects were recorded in the individual numbers of guilds, except predator ( P < 0. 05 or P < 0. 01 ) . In the 10-20 cm depth, significant successional stage effects were recorded in individual numbers of guilds, except detritivore ( P<0.05 or P<0.01) , and there were positive correlations between individual numbers of herbivore and detritivore at different successional stages ( P<0.05) .
In the 0-10 cm depth, there were positive correlations between individual numbers of herbivore and omnivore at different (1) Shannon鄄Wiener 多样性指数( H忆) [30] 
